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Objective

This course aims to expose graduate students and senior undergraduates to the physical
bases of biological systems and biological processes. Basic theories of thermodynamics and
kinetics will be introduced. Key experimental techniques will be described. For a selection of
properties of proteins and nucleic acids, simple physical models will be developed to gain
qualitative understanding. In a few cases, realistic molecular modeling will be introduced.

Text

The lecture notes of this course will be published as a book titled “Molecular Biophysics:
protein folding and biomolecular interactions” by Oxford University Press (hopefully in 2008).
The table of contents is listed below.
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